The genetic parameters were studied to elucidate the genetic variability, correlation and path co-efficient analysis in thirty-nine genotypes of bottle gourd [Lagenaria siceraria (Mol.) Standl] in randomized complete block design with three replications. Observations were recorded for eleven quantitative characters viz., days to first male flower open, days to first female flower open, node number of first female flower, braches plant -1 , days to harvest, number of fruits plant -1 , fruit weight, fruit length, fruit girth, 100 seed weight and yield ton ha -1 . The analysis of variance showed highly significant differences for all the characters studied indicating considerable variability among the genotypes. The highest GCV (35.57%) and PCV (35.62%) were observed for fruit length. The differences between GCV and PCV were high for fruit number plant -1 and days to first male flower open indicating environmental influences. High heritability associates with high estimates of genetic advance in percent of mean were noted for length of fruit, yield, girth of fruit and number of fruits plant -1 . It indicated presence of additive gene effect and selection for these traits would be effective. Yield were positively and significantly correlated with fruit weight, 100 seed weight, branch plant -1 and number of fruits plant -1 .Negative associations of yield were noted with days to first male and female flower open, days to harvest and length of fruit. Path analysis revealed that fruits plant -1 (0.93) and weight of fruit (0.467) had very high positive effect on fruit yield ton ha -1 .
Introduction
Cucurbitaceous vegetables are under the largest family Cucurbitaceae consisting of maximum number of edible species in vegetable kingdom. Bottle gourd [Lagenaria siceraria (Mol.) Standl.] is belongs to the family Cucurbitaceae having somatic chromosome number 2n=22. Bottle gourd is gaining popularity as a health food because of its easy digestibility, diuretic and cardiatonic effects (Rahman et al., 2009) . Bottle gourd is a cross pollinated crop with large amount of variation for many economically important traits. Bangladesh is one of the Centre's of diversity of bottle gourd endowed with a variety of diverse germplasm. Evaluation of a collection of bottle gourd from different parts of Bangladesh revealed genetic diversity for various quantitative characters. The earliness and yield potentialities of this crop can be improved through an effective breeding program. The available information suggests that modern genotypes often lack additional characters which farmers consider important. Significant genetic variation may exist among bottle gourd genotypes. Some may be superior in certain traits but lacking in other aspects. Their morphological characteristics may also be different; hence, there is a need for detailed study of genetic variation in bottle gourd genotypes in order to generate data. Studies on variability along with heritability and genetic advance helps in predicting inheritance patterns of various characters. Correlation and path-coefficient studies between yield and its components and their relative contributions to yield will be of great value in planning sound breeding program. Therefore, the present investigation was undertaken with a view to work out phenotypic and genotypic coefficient of variation, heritability, genetic gain, association of important genetic traits and path analysis between yield and components could be used as selection indices for identifications of potentially high yielding bottle gourd genotypes. 
Materials and Methods

Results and Discussion
The mean sums of squares due to genotypes were highly significant for all the characters subjected to analysis of variance (Table 1) .This indicated the presence of considerable amount of variation among the genotypes to carry out further genetic analysis. Joydip et al. (2015) and Damor et al. (2016) Kumar et al. (2011) and Singh et al. (2012) .
The length of edible green fruit exhibited highest value of genotypic and phenotypic coefficient of variation (GCV and PCV). Similar findings observed by Kumar and Syamal (2009) and Pandit et al. (2009) . High genotypic and phenotypic coefficient of variation was recorded for fruit length, yield, fruits per plant and fruit girth. High heritability coupled with high genetic advance over mean was observed for fruit length, yield, fruits per plant and fruit girth. The individual bottle gourd genotypes, which should desirable mean values in characters like fruit length yield, number of fruits per plant and fruit girth, should be selected, because these characters with high genotypic coefficients of variation, high heritability and high genetic gain are controlled by additive gene action and hence direct selection is effective. Aruah et al. (2012) , Kumer et al. (2013) and Joydip et al. (2015) support the present findings. Days to first fruit harvest, days to first male flower open and days to first female flower open registered low genotypic coefficient of variation, high heritability and low genetic gain which indicated the preponderance of non additive gene action and influence of environment. (Table  2) . Yield was positively and significantly correlated with number of branch plant -1 , fruit weight, 100 seed weight and fruits plant -1 . Number of fruits plant -1 recorded highest correlation (r=0.884) exhibited highly significant and positive correlation with yield. Similar associations of the characters were observed by Aruah et al. (2012) , Kumer et al. (2013) and Joydip et al. (2015) . However, first female flower, male flower, node number of first female flower, first harvest and length of fruit had negative non significant correlation with fruit yield. Similar findings were recorded by Deepthi et al. (2013) , and Janaranjani and Kanthaswamy (2015) . Association of characters as determined by simple correlation coefficient may not provide an exact picture of the relationship between yield components and yield. The genotypic correlations were portioned into direct and indirect effects through path coefficient analysis to know the relative importance of 12 characters (Table 3) . Path coefficient analysis (Table 3) revealed that the highest positive direct effects on yield ha -1 were exerted by number of fruits per plant -1 (0.93) followed by fruit weight (0.467), first female flower open (0.011) and 100 seed weight (0.01). The contribution of yield components like first female flower open, 100 seed weight, fruit weight and number of fruits plant -1 were high in the present study. This is in confirmation with the work of Janaranjani and Kanthaswamy (2015) .
Further, node number at first flowering, fruit length, fruit girth and first male flower open, recorded negative low direct effect on fruit yield. In case of indirect effects, number of fruits plant -1 has highest indirect effects via number of branch plant -1 followed by 100 seed weight. The highest negative indirect effect was recorded by number of fruits plant -1 via first female flower open followed by harvest date and first male flower open. The perusal of overall results has impact on yield although simultaneous selection of number of fruits plant -1 , fruit weight, days to first female flower opening and 100 seed weight were the principle component characters, which exhibited high positive direct effects (Kumer et al., 2013, and Husna et al., 2014) . The indirect effects of most of the characters were through number of fruits plant -1 , number of branches plant -1 and 100 seed weight will also be useful in bringing higher yield in bottle gourd. Residual effects 0.067 imply that the total genotypic variability in yield has been explained by the characters associated in the study.
